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Cd (cadmium)
(GC Labs B E: C442)
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Hg (mercury)
(GC Labs T E: C446)

Pb (lead)
(GC Labs FE: C451)

Mn (manganese) [WB]
(GC Labs ZE: N880)
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LH g A Ab(Xpert)
(GC Labs T.E: N860)

17a-OH progesterone
(GC Labs TLE: E453)

Ordinary culture
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EH2HH S=HAN

Q| 53&=+

(GC Labs FE: N447)
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- Mycobacterium tuberculosis
1) Negative
2) Positive
3) Indeterminate

- Rifampin resistance
1) Negative
2) Positive
3) Indeterminate

- &IOS ng/mL):

:0.59~3.44
F:
Follicular: 0.11~1.08

Luteal: 0.95~5.00

- Z4AE: Ordinary culture

[Random urine, 2T X X[ K|
SEAAN

<l 1=hn

- Mycobacterium tuberculosis
1) Not Detected
2) Trace Detected
3) Detected, Very Low
4) Detected, Low
5) Detected, Medium
6) Detected, High

- Rifampin resistance
1) Not Detected
2) Detected
3) Indeterminate

[(H8¢: 092 18¢ H+E]

- FIX| (T ng/mL):

:0.67~3.32

F:

Follicular: 0.41~2.27

Luteal: 0.23~3.87
Pregnancy

First trimester: 2.60~7.95
Second trimester: 1.83~9.74
Third trimester: 3.54~18.97

[H8Y: 098 182

- dAHE:

Bacterial culture [Random urine]
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- : E'@@E: )\n_lgl-E H|E|LO1 7-|AI.A7|.. 993 030_?_

VIS AL - HAHR7F 1,393,290 2 ST
(27| M B HAL (M8Y: 09% 152 H42]
(GC Labs & E: W540)

MFo|y Boixtg Y
M. a|shAt - HEMEHE: Mo|g H|F 0]
1IiTr I _I_.I__ Z4 LA > : E'@@E: )\n_lgl-E H|E|LO1 7-|AI.A7|.. 993 030_?_
CrIQIY|Chy Y HA  HMRTL 3 AM7F: 993,030

[F7IMEBHA
(GC Labs FE: W541)

0|4 o Rl
M Z 72|l
THHrIcrdd A
[F7IMEBHAN

(GC Labs E: W542)

- AA=7E 1,393,290

HEFE: Mol HZo
- AA=7E 1,393,290

[HE8Y: 092 15¢ H=+&

-BHEEE: Mo|R H|Z0]
AA=7E 993,030

[H8Y: 092 15¢ H=&

o | =
Interleukin-5 MLEH7|2HA 2t S5 XIH)0A LA =EFX| 09¥ 08 &
(GC Labs TLE: 5888) X DA THH o Y =2 SX| (A H8)

U AL Hete 2 st £=EFX|
X CHA| G AL
Alcian blue stain (GC Labs Z.E: H536) Q| 88t 2’
- Congo red stain (GC Labs ZE: W586)
- DPAS stain (GC Labs Z.E.: X834)
Special stain (Z=%]) - GMS (Gomori's methenamine silver) stain 098 182 Mas
(GC Labs T E: M405) (GC Labs 2E: W510)
- Masson's trichrome stain (GC Labs 2 E: H525)
- PAS stain (tissue) (GC Labs @ E: H528)
- Reticulin stain (GC Labs ZE: W587)
- Tissue AFB stain (GC Labs @ E: H535)
- Verhoeff's-Van Gieson stain (GC Labs ZE: W429)
1. Alcian blue stain (GC Labs 2. E: H536) 2| 8&5
- A Tissue, Th2HE block K| HX|ZX| X
-HE AR -HHM™MH: L}563/C5630008 (196.477)
- A Special stain HAP7E 2H2E 18,090
- AMYU/A A E-E /52 (H536, X834, H525, H528, H535) FO|AEt: Tissue 22| Al 10% buffer T2EZEI ZA| 1Y
2-3/52(W586, W510, W587, W429) - 2| M: ZE|H 2|02 M
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aANg s SX| A Hegd
HAMZS AR oI35 SEHEX|
CRE culture % M Z AL CRE culture [ 29), S2H 220K 5224 108 02% H4E
(GC Labs .= 1882)
(GC Labs R E: P408)?
THEF7| 2O =EFSX]
PKD1 gene mutation X CHM|H AR | o | 09% 142 HAE
(GC Labs A E: K225) Autosomal dominant polycystic kidney disease, PKD7 gene,
sequencing (GC Labs & E: P729)3

2. CRE culture [ZEF %], S A 22 s=ZHAH (GC Labs I E: P408)

- N ZE LA -dMY/ARY: E-E/5Y

- HE Ay - B8 H: $£58104/D5854003 (210.70%)

- ZAMYE: Culture & oM Z 2K 5= HA - HAbR7E: 19,4108

- BOX] EXFDX] Hx

3. Autosomal dominant polycystic kidney disease, PKD7 gene, sequencing (GC Labs 3 E: P729)

- &Hl: EDTA whole blood 8.0 mL - BEHH: L}580C}/C581017C (11030.45%)

SHE AR - ZAr7E1,015,9008

- AP Sequencing - FOIALE: @ *F 2 1L O|Lf Q2] S7F A| HE 23

- ®DX| EX|H0X] Hx @ FUH= 7|y

- HAIY/AY: E-2/60Y - Q2M: AR HAQZIM, FRTXEAL S2IM

Ol S =Y T
[=lel Mz
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